occurs in Mytilus galloprovincialis and M. edulis at low prevalences, in some areas it reaches epizootic prevalence in M. trossulus (up to 40% prevalence reported in Puget Sound, USA) causing serious regional economic damage to the aquaculture industry (Ciocan & Sunila, 2005 ). It appears that the bivalves Crassostrea gigas and M. edulis are resistant to disseminated neoplasia, yet the closely related species, C. virginica and M. trossulus are susceptible. A molecular aetiology for the observed differences in susceptibility to neoplasia in bivalves has been suggested (Van Beneden et al., 1999) .
We have previously reported M. edulis cDNA sequences for the ras and p53 cancer genes (Genbank No. AY679522 and AY705932) (Ciocan & Rotchell, 2005) . Both display a high identity with vertebrate counterparts. Importantly, the mutational hot spots (at codons 12, 13, 59, 61 of ras and codons 245, 248, 249, 273 of p53) are conserved (Ciocan & Rotchell, 2005) . Here, we report the isolation of cancer genes in All of the tumour samples that were analysed displayed advanced neoplasms in which neoplastic cells comprised greater than 95% of the cells present. Two forms of neoplasms were observed (Moore et al., 1991) ; some were tetraploid while others appeared pentaploid (Fig. 1 PCR products were also analysed on single strand conformation polymorphism (SSCP) gels to detect mutations. PCR products displaying extra bands were sequenced directly to characterize specific DNA changes.
The partial M. trossulus ras sequence isolated (Genbank No. DQ081184) showed high similarity to the M. edulis sequence (GenBank No. AY679522) differing at only 6 nucleotides, and without causing any change in the corresponding amino acid sequence.
The expression of ras was induced in neoplastic samples compared with normal samples (Fig. 2) . SSCP analysis also indicated extra bands and alterations in the ras 
